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INTRODUCTION

* Adiagnosis of neuroendocrine carcinoma (NEC) is often
morphologically straight-forward, however, the tumor site of origin
may remain elusive in a metastatic presentation.

All 75 neuroendocrine tumors met
quality control parameters and were
classified by the assay.
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(CancerTYPE ID, bioTheranostics Inc.) for predicting neuroendocrine
tumor site of origin.
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subtype in a heterogeneous cohort of
both primary and metastatic
neuroendocrine tumors.

* Three of the 4 incorrectly predicted cases were correctly
predicted to the neuroendocrine carcinoma level, but
were assigned an incorrect subtype

* The 92-gene classifier correctly predicted the reference

* Blinded FFPE tumor sections were submitted and tested using the 92- subtype diagnosis in 71 of 75 neuroendocrine cases (95%).

gene RT-PCR assay.

* (Cases were tested using a prespecified classification model that
reports computational algorithm results as rank probabilities. The top-
ranking tumor type predicted by the classifier was compared to the
adjudicated reference diagnosis.

* While these results were part of a
larger parent study designed to
characterize performance of the
classifier in a broad range of tumor
histologies and did not adjust for
neuroendocrine tumor primary site
prevalence, these findings show
promise for use of the 92-gene assay in
classifying neuroendocrine tumors of

uncertain primary site.

Example Cases

H&E examples of cases correctly classified by the 92-gene assay.

* A: Primary Merkel cell carcinoma.
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« B: Metastatic medullary thyroid carcinoma causing pathologic
hip fracture.

Shown is a whole slide
image of a metastatic
carcinoid tumor in the
liver originating from the
small bowel.

» C: Pancreatic islet cell tumor metastatic to liver.
e D: Pulmonary small cell carcinoma metastatic to brain.

e E: lleal carcinoid metastatic to liver.

 F: Pheochromocytoma metastatic to liver




